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Was ist ein Protein?

® Vorkommen:in lebenden Organismen

® Funktionen: Vielfaltig
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Primarstruktur
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Bindungstypen
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Sekundarstruktur

\ = nitrogen
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ertiarstruktur

SH3 domain small
kinase
domain

SH2 domain large kinase domain
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HEADER IRON STORAGE 26-FEB-97  lAEW
TITLE L-CHAIN HORSE APOFERRITIN

COMPND MOL_ID: 1;

COMPND 2 MOLECULE: FERRITIN;

COMPND 3 CHAIN: NULL;

COMPND 4 FRAGMENT: L CHAIN;

COMPND 5 ENGINEERED: YES;

COMPND 6 BIOLOGICAL UNIT: ACTIVE AS A 24MER

SOURCE MOL_ID: 1;

SOURCE 2 ORGANISM SCIENTIFIC: EQUUS CABALLUS;

SOURCE 3 ORGANISM COMMON: HORSE;

SOURCE 4 EXPRESSION SYSTEM: ESCHERICHIA COLI;

SOURCE 5 EXPRESSION SYSTEM PLASMID: PTZ18U;

SOURCE 6 OTHER DETAILS: SEE TAKEDA ET AL. 1993 BIOCHIM. BIOPHYS.
SOURCE 7 ACTA. 1174, 218-220.

KEYWDS IRON STORAGE, MULTIGENE FAMILY, ACETYLATION

EXPDTA X-RAY DIFFRACTION

AUTHOR P.D.HEMPSTEAD,S.J.YEWDALL,D.M.LAWSON,P.M.HARRISON,
AUTHOR 2 P.J.ARTYMIUK

REVDAT 1 04-SEP-97 1AEW 0

JRNL AUTH P.D.HEMPSTEAD,S.J.YEWDALL,A.R.FERNIE,D.M.LAWSON,
JRNL AUTH 2 P.J.ARTYMIUK,D.W.RICE,G.C.FORD,P.M.HARRISON
JRNL TITL COMPARISON OF THE THREE-DIMENSIONAL STRUCTURES OF
JRNL TITL 2 RECOMBINANT HUMAN H AND HORSE L FERRITINS AT HIGH
JRNL TITL 3 RESOLUTION

JRNL REF J.MOL.BIOL. V. 268 424 1997
JRNL REFN ASTM JMOBAK UK ISSN 0022-2836 0070
REMARK 1

REMARK 2

REMARK 2 RESOLUTION. 1.95 ANGSTROMS.

REMARK 3

REMARK 3 REFINEMENT.

REMARK 3  PROGRAM : TNT 5D

REMARK 3  AUTHORS : TRONRUD,TEN EYCK,MATTHEWS

REMARK 3

REMARK 3 DATA USED IN REFINEMENT.

REMARK 3  RESOLUTION RANGE HIGH (ANGSTROMS) : 1.95

REMARK 3  RESOLUTION RANGE LOW (ANGSTROMS) : 20.0

REMARK 3  DATA CUTOFF (SIGMA(F)) : 0.

REMARK 3 COMPLETENESS FOR RANGE (%) : 100.0

REMARK 3 NUMBER OF REFLECTIONS 19915

REMARK 3

REMARK 3 USING DATA ABOVE SIGMA CUTOFF.

REMARK 3 CROSS-VALIDATION METHOD : NULL

REMARK 3 FREE R VALUE TEST SET SELECTION : NULL

REMARK 3 R VALUE (WORKING + TEST SET) : 0.192

REMARK 3 R VALUE (WORKING SET) : 0.192

REMARK 3 FREE R VALUE : NULL

REMARK 3 FREE R VALUE TEST SET SIZE (%) : NULL

REMARK 3 FREE R VALUE TEST SET COUNT : NULL

REMARK 3

REMARK 3 USING ALL DATA, NO SIGMA CUTOFF.

REMARKE 3 R VALUE (WORKINGC 4+ TEST SET. NO CUTOFF) : 0.192




Struktureller Aufbau

|. Title Section
2. Primary Structure

3. Heterogen Section
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Title Section

HEADER IRON STORAGE 26-FEB-97

H EAD E R TITLE L-CHAIN HORSE APOFERRITIN
COMPND  MOL_ID: 1;

COMPND 2 MOLECULE: FERRITIN;
COMPND 3 CHAIN: NULL;
OBSLTL COMPND 4 FRAGMENT: L CHAIN;
COMPND 5 ENGINEERED: YES;
6

COMPND BIOLOGICAL UNIT: ACTIVE AS A 24MER
I I I LE SOURCE MOL ID: 1;

SOURCE 2 ORGANISM SCIENTIFIC: EQUUS CABALLUS;

SOURCE 3 ORGANISM COMMON: HORSE;
COVEAT SOURCE 4 EXPRESSION SYSTEM: ESCHERICHIA COLI;

SOURCE 5 EXPRESSION SYSTEM PLASMID: PTZ18U;

SOURCE 6 OTHER DETAILS: SEE TAKEDA ET AL. 1993 BIOCHIM. BIOPHYS.
COMPND SOURCE 7 ACTA. 1174, 218-220.

KEYWDS TRON STORAGE, MULTIGENE FAMILY, ACETYLATION

EXPDTA X-RAY DIFFRACTION

AUTHOR P.D.HEMPSTEAD,S.J.YEWDALL,D.M.LAWSON,P.M.HARRISON,
SOU RCE AUTHOR 2 P.J.ARTYMIUK

REVDAT 1 (04-SEP-97 1AEW 0

JRNL AUTH P.D.HEMPSTEAD,S.J.YEWDALL,A.R.FERNIE,D.M.LAWSON,
KEYWDS JRNL AUTH 2 P.J.ARTYMIUK,D.W.RICE,G.C.FORD,P.M.HARRISON

JRNL TITL COMPARISON OF THE THREE-DIMENSIONAL STRUCTURES OF

JRNL TITL 2 RECOMBINANT HUMAN H AND HORSE L FERRITINS AT HIGH
EXPDTA JRNL TITL 3 RESOLUTION

JRNL REF J.MOL.BIOL. V. 268 424 1997

JRNL REFN ASTM JMOBAK UK ISSN 0022-2836 0070
REMARK

REMARK

REMARK RESOLUTION. 1.95 ANGSTROMS.




Primary Structure

® Referenzen zu anderen Datenbanken

® AS-Sequenz




Secondary Section

® Alpha-Helizes, B-Faltblatter

® andere Motive

Connectivity
Annotation Section

® Disulfidbrucken,Wasserstoffbrucken, etc.

® Cis- und trans-Konformationen



Restlichen Sections

® Miscellaneous Feature Section

® Crystallographic and Coordinate Transformation
Section

® Coordinate Section (!)

® Connectivity Section

Bookkeeping Section
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Restlichen Sections

® Miscellaneous Feature Section

® Crystallographic and Coordinate Transformation
Section

® Coordinate Section (!)

® Connectivity Section

Bookkeeping Section
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Quellen

® Alberts et al.:“Molecular Biology Of The
CeII” 4th edltlon Garland Suence 2002
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Danke fur’s Zuhoren




